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ABSTRACT: Vascular endothelial growth factor (VEGF), a survival factor for endothelial cells and

a promoter of angiogenesis, is reportedly expressed in alveolar macrophages (AMs).

To investigate whether long-term smoking with age affects VEGF expression in AMs,

bronchoalveolar lavage (BAL) was performed on 18 young and 23 older volunteers with various

smoking histories. The expressions of VEGF and its functional receptor, fms-like tyrosine kinase

(Flt)-1, were quantified in AMs by real-time RT-PCR and, further, the level of VEGF in BAL fluid was

determined by ELISA.

VEGF mRNA in AMs demonstrated a 1.8-fold reduction in current smokers compared with

nonsmokers in older subjects and, furthermore, a 1.5-fold downregulation in those with

emphysema, although there was no difference between current smokers and nonsmokers among

the young subjects. The downregulation in total VEGF mRNA was supported by the substantial

reduction of VEGF121 and VEGF165 isoforms. However, in contrast, Flt-1 mRNA did not differ

within the older groups, whereas it was upregulated in young current smokers compared with

age-matched nonsmokers. VEGF in BAL fluid is significantly decreased in current smokers

compared with nonsmokers, regardless of their age.

In conclusion, these data imply that the biological availability of vascular endothelial growth

factor in alveolar macrophages is impaired in older current smokers with long-term smoking

histories.

KEYWORDS: Ageing, apoptosis, bronchoalveolar lavage, chronic obstructive pulmonary disease,

emphysema, smoking

V
ascular endothelial growth factor (VEGF)
is a potent morphogenic cytokine that
modulates embryogenic angiogenesis and

vasculogenesis [1]. VEGF is reportedly expressed
in various cell types in the lung, such as epithelial
cells, endothelial cells and macrophages [2]. The
finding that VEGF is highly expressed in normal
tissues, especially in the lungs, is of particular
interest because it suggests that constitutive
VEGF expression may be important in maintain-
ing normal structural homeostasis in adults. The
blockade of VEGF signals causes endothelial cell
apoptosis and emphysema in rats [3], suggesting
a critical role for VEGF signalling through VEGF
receptor (VEGFR)-2 (kinase insert domain-
containing receptor (KDR)/foetal liver kinase
(Flk)-1) and the participation of apoptosis in the
pathogenesis of pulmonary emphysema. Indeed,
human emphysema is associated with increased
apoptosis and decreased VEGF [4]. Apoptosis and
the removal of apoptotic cells are tightly coupled to
the regulation of normal lung structure [5], and

processes that disrupt or uncouple this balance
mayalternormalcell turnover,ultimatelyresulting
in the induction of lung pathology and disease [6].

Alveolar macrophages (AMs), the resident mono-
nuclear phagocytes of lung alveoli, are the first
line in cell-mediated defence against exogenous
agents in the lower respiratory tract [7]. An
increase in the number of macrophages in
smokers’ lungs is implicated in the pathogenesis
of pulmonary emphysema [8]. One of the import-
ant functions of macrophages is to phagocytose
unwanted materials, such as dying cells. Changes
in macrophage function can be a crucial compon-
ent in compromised lung defence. For example,
AMs from chronic obstructive pulmonary disease
(COPD) patients are deficient in their ability to
phagocytose apoptotic airway epithelial cells [9].
This may result in disruption of the normal
clearance of apoptotic cells, leading to sustained
inflammation and, consequently, contribution to
the pathogenesis of pulmonary emphysema.
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The role of VEGF expressed in AMs has not been fully
clarified. In monocyte/macrophage lineages, VEGF is uniquely
mediated by the VEGFR-1 (fms-like tyrosine kinase (Flt)-1)
[10], rather than by the VEGFR-2 (KDR/Flk-1), and it may act
in an autocrine fashion. VANDIVIER et al. [11] has recently shown
that SU5416, an inhibitor of the VEGF receptor tyrosine kinases
1 and 2, and neutralising antibodies against VEGF and VEGFR-
1/Flt-1 inhibit phagocytosis of apoptotic Jurkat T-cells by
human monocyte-derived macrophages. Based on these find-
ings, it is of great interest to investigate the expression of VEGF
and its receptor, Flt-1, in AMs to explore the effects of smoking
and/or ageing, which are the major factors in the development
of pulmonary emphysema. In this study, bronchoalveolar
lavage (BAL) was performed on young and older nonsmokers
and current smokers, and, then, the expression of VEGF and
Flt-1 in harvested AMs and the level of VEGF in BAL fluid
were examined. To further assess the possible link with the
development of early emphysema, the current authors then
separately analysed data from the older current smokers that
exhibited emphysematous changes on high-resolution com-
puted tomography (HRCT) scans.

METHODS
Subjects
A total of 41 volunteers were recruited. The lifelong non-
smoker group consisted of nine young males and seven older
males. The current smoker group included nine young males
who had smoked for ,3 yrs, and 16 older subjects, including
one female, with smoking histories of .20 yrs. None of the
subjects was on regular medication or had a history of asthma
or other allergic disorders. To confirm the absence of disease,
they were also given a physical examination, as well as
pulmonary function tests, chest radiograph examination and
blood tests. All subjects had a normal nutritional state and liver
function, and no signs of inflammation. The plasma level of a1-
protease inhibitor was also evaluated to exclude its deficiency.
To objectively confirm the current smoking status, all subjects
were examined for exhaled carbon monoxide levels using a CO
analyser (Micro Smokerlyser; Bedfont, Rochester, UK). All
older current smokers were screened for emphysematous
changes by HRCT scans and scored as previously described
[12, 13]. Briefly, the percentage of the overall areas involving
emphysematous changes was visually assessed and graded 1–
5 as follows: 1) involvement of emphysematous changes ,5%;
2) between 5 and 25%; 3) between 25 and 50%; 4) between 50
and 70%; or 5) .75% of the lung. A score of 0 was given if there
were no emphysematous changes. All subjects gave written
informed consent, and the study was approved by the ethics
committee of Hokkaido University School of Medicine,
Sapporo, Japan.

BAL and collection of AM
All smokers had stopped smoking cigarettes for o12 h prior to
the BAL procedure, in order to eliminate acute effects of
smoking. Sequential BAL was performed as previously
described [14]. Briefly, four separate 50-mL aliquots of sterile
0.9% saline were infused into the right middle lobe segment
through a flexible fibreoptic bronchoscope (Model BF-B3R;
Olympus, Tokyo, Japan). The fluid returned from the first 50-
mL aliquot was not used for this study. The remaining lavage
fluid was combined and used as the alveolar lavage fluid-rich

fraction. Cell pellets were counted in a haematocytometer, and
Wright-Giemsa stain smears served to identify differential
profiles after cytospin preparation. Differential counts were
performed by examining o300 cells using a standard light
microscope as previously described [12]. AMs were adjusted to
16106?mL-1 and plated on poly-L-lysine-coated plastic wells
(Corning, Big Flats, NY, USA) for 1 h at 37 C̊ in RPMI-1640
medium (GIBCO, Grand Island, NY, USA). After two washes
in PBS, the adherent cells were used for preparation of total
RNA with guanidium thiocyanate using an Isogen RNA
extraction kit (Nippon Gene, Tokyo, Japan) as previously
described [12, 15]. There were no neutrophils contaminated in
any of these preparations of cells in culture.

Quantitative RT-PCR for VEGF and Flt-1
Reverse transcription was performed in the presence of
Maloney leukaemia virus reverse transcriptase (Epicentre
Technologies, Madison, WI, USA), and 59 exonuclease-based
fluorogenic PCR was performed using ABI PRISM 7700
Sequence Detector (Applied Biosystems, Foster City, CA,
USA) as described previously [15]. Assays-on-Demand Gene
Expression probes were used for VEGF and Flt-1, and were
derived from the boundary of exons 1 and 2 of the human
VEGF gene sequence (GenBank accession number NM 003376;
National Center for Biotechnology Information, Bethesda, MD,
USA) and from the boundary of exons 17 and 18 of the human
Flt-1 gene sequence (GenBank accession number NM 002019;
National Center for Biotechnology Information), respectively
(Applied Biosystems). Primers and a labelled probe for
glyceraldehyde-3-phosphatase dehydrogenase (GAPDH) cDNA
as an endogenous control were purchased (TaqMan human
GAPDH control reagents; Applied Biosystems). Briefly, a 2-
mL aliquot of the cDNA generated by reverse transcription
from macrophages was placed into each tube, and PCR was
carried out using TaqMan Universal PCR Master Mix
(Applied Biosystems) in a 20-mL total volume. PCR was
performed for 40 cycles, consisting of a denaturation step at
95 C̊ for 15 s and a combined annealing and extension step
at 60 C̊ for 1 min. For linear regression analysis of unknown
samples in each assay, a standard curve was generated using
eight- or 10-fold serial dilutions of cDNA from human
AMs obtained from a normal control subject as described
previously [16]. The relative amount of target mRNA in the
samples was assessed by interpolation of their threshold
cycles from a standard curve. Signal levels of VEGF or Flt-1
were normalised against GAPDH mRNA and were shown as
a relative ratio.

Analysis of VEGF mRNA isoforms
Oligonucleotide primers spanning the insertion/deletion site
of human VEGF165 were designed as described by MOHLE et al.
[17]. The sense primer was 59-CGAAGTGGTGAAGTTCATG-
GATG-39 and the antisense primer was 59-TTCTGTATCAG-
TCTTTCCTGGTGAG-39. RT-PCR of mRNA encoding the
121-, 165- and 189-amino acid isoforms of VEGF results in
PCR products 403, 535 and 607 base pairs (bp), respectively
[18]. Primers were also synthesised to amplify the cDNA
encoding b-actin as an endogenous control [17]. The
expected size of the PCR product was 513 bp. To carry out
PCR, 5 mL of the reverse transcription reaction was amplified
by Taq DNA polymerase (Applied Biosystems) dissolved in
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a 20-mL reaction containing 2.5 mM deoxynucleotide triphos-
phates, 2.5 mL PCR reaction buffer, 0.037 mmol MgCl2, and
25 pmol of VEGF primers or 12.5 pmol of b-actin primers.
The PCR profile for VEGF consisted of the following: a
3-min initial denaturation at 95 C̊; 30 cycles of 30 s at 94 C̊,
1 min at 62 C̊ and 1 min at 72 C̊; and a final incubation for
5 min at 75 C̊. For b-actin, the PCR profile consisted of 25
cycles of 30 s at 94 C̊, 30 s at 55 C̊ and 30 s at 72 C̊, and a
final incubation for 5 min at 75 C̊. The PCR products were
separated by 2% agarose gel electrophoresis.

Measurement of soluble VEGF protein in BAL
The level of VEGF in unconcentrated BAL fluid was assayed
using an ELISA kit (Amersham, Little Chalfont, UK). The
ELISA used in the current study was designed for the
measurement of VEGF165 and VEGF121. The minimum
concentration of VEGF detected by this method was
15.6 pg?mL-1.

Statistical analysis
Group data are expressed as mean¡SE or as the median
(range) when appropriate. Differences between the two groups

of the young subjects were analysed using an unpaired t-test.
Between the older subject groups, statistical analysis was
performed by single-factor ANOVA, and the Games/Howell
test was applied as a post hoc test for multiple comparisons in
ANOVA when appropriate. Statistical significance was set at
p,0.05.

RESULTS
Characteristics of subjects
Tables 1 and 2 summarise the clinical characteristics and BAL
findings. The age of the young subjects ranged 20–29 yrs and
the older subjects 47–77 yrs. The subjects were classified into
five groups according to age, smoking status and presence
of emphysema on computed tomography (CT) scans.
Emphysema, as detected on CT scans, occurred in ,25% of
the total lung area in most subjects in the emphysema groups.
Among the older groups, both current smokers with and
without emphysema were significantly younger than the
lifelong nonsmokers, and forced expiratory volume in one
second (FEV1) % pred and FEV1/vital capacity were signifi-
cantly lower in current smokers with emphysema than in
lifelong nonsmokers (table 1). The percentage recovery of

TABLE 1 Clinical characteristics

Young Older

Lifelong nonsmokers Current smokers Lifelong nonsmokers Current smokers

Emphysema - Emphysema +

Subjects n 9 9 7 9 7

Age yrs 23¡1 23¡1 63¡3 51¡2" 49¡3"

Cigarettes?day-1 n 0 21¡3 0 27¡4 33¡4

Pack-yrs 0 5¡1 0 45¡4 46¡9

VC % pred 100¡4 96¡5 122¡8 112¡5 100¡8

FEV1 % pred 83¡4 88¡4 124¡8 104¡4 94¡8"

FEV1/VC % 96¡1 87¡2# 84¡2 80¡2 76¡3"

DL,CO % pred NA NA NA 96¡5 84¡7

Data are presented as n and mean¡SE. -: without; +: with; VC: vital capacity; FEV1: forced expiratory volume in one second; DL,CO: carbon monoxide diffusing capacity of

the lung; NA: not available. #: p,0.05 versus young lifelong nonsmokers; ": p,0.05 versus older lifelong nonsmokers.

TABLE 2 Bronchoalveolar lavage (BAL) findings

Young Older

Lifelong nonsmokers Current smokers Lifelong nonsmokers Current smokers

Emphysema - Emphysema +

Recovery rate % 81¡3 66¡3# 71¡4 51¡4" 46¡6"

Albumin mg?L-1 56¡12 35¡4 55¡10 35¡9 36¡3

Total cells 6104?mL-1 BAL fluid 10¡1 17¡3# 13¡1 45¡12" 32¡7"

Macrophages 6104?mL-1 BAL fluid 9¡1 16¡3# 11¡1 43¡12" 30¡7"

Neutrophils 6104?mL-1 BAL fluid 0.1¡0 0.4¡0.2 0.04¡0 0.2¡0.1 0.3¡0.1

Data are presented as mean¡SE. -: without; +: with. #: p,0.05 versus young lifelong nonsmokers; ": p,0.05 versus older lifelong nonsmokers.
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instilled fluid was significantly lower in current smokers
compared with nonsmokers of the same age, not only for
the older group, but also for the younger group (p,0.05). The
concentration of albumin and neutrophil cell numbers in the
BAL fluid was not statistically different between the groups,
but the numbers of total cells and macrophages in BAL fluid
were significantly increased (p,0.05) both in young and older
current smokers compared with lifelong nonsmokers of the
same age.

Level of VEGF mRNA in AM
As shown in figure 1, among older subjects, the normalised
level of VEGF mRNA (to GAPDH mRNA) in the AMs was
significantly decreased in current smokers without emphy-
sema compared with lifelong nonsmokers (mean¡SE 1.5¡0.1
versus 2.8¡0.4; p,0.05). Furthermore, AMs from current
smokers with emphysema demonstrated a significant down-
regulation of VEGF expression compared not only with
lifelong nonsmokers (1.0¡0.1 versus 2.8¡0.4; p,0.05), but also
with current smokers without emphysema (1.0¡0.1 versus
1.5¡0.1; p,0.05) of the same age. In contrast, VEGF expression
in AMs did not significantly differ between lifelong non-
smokers and current smokers among young subjects (2.8¡0.3
versus 2.4¡0.6). There was a significant correlation between the
level of VEGF mRNA/GAPDH mRNA in AMs and carbon
monoxide diffusing capacity of the lung (DL,CO) in subjects
with emphysema (r50.84; p,0.05; fig. 2), whereas no correl-
ation was found between the level of VEGF mRNA/GAPDH
mRNA in AMs and FEV1 (nonsignificant, p50.18). The CT
scores showed no relationship with the level of VEGF mRNA/
GAPDH mRNA in AMs.

Expression of VEGF mRNA isoforms in AM
To determine which isoforms of VEGF mRNA contribute to
the reduction of the total VEGF expression in AMs, a

semiquantitative RT-PCR analysis was performed. As shown
in figure 3, AMs produced PCR products of 403 and 535 bp,
corresponding to the 121- and 165-amino acid isoforms of
VEGF, respectively. Expression of VEGF189 could barely be
detected, even after 35 cycles of PCR (data not shown). PCR
products for b-actin (513 bp) served as an endogenous control
for each sample. The expressions of both VEGF121 and
VEGF165 were substantially reduced in older current smokers
with emphysema, supporting the results obtained by quanti-
tative RT-PCR for total VEGF expression in AMs.
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FIGURE 1. Level of vascular endothelial growth factor (VEGF) mRNA in alveolar macrophages (AMs) normalised by glyceraldehyde-3-phosphatase dehydrogenase

(GAPDH) mRNA in a) young subjects and b) older subjects. Horizontal bars represent the mean. There was no significant difference between current smokers and lifelong

nonsmokers among the young subjects. VEGF mRNA in AMs was significantly decreased in current smokers compared with lifelong nonsmokers in older subjects, and was

further downregulated in those with emphysema (&) as evidenced by high-resolution computed tomography scans. h: without emphysema. *: p,0.05.
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FIGURE 2. Relationship between the level of vascular endothelial growth

factor (VEGF) mRNA/glyceraldehyde-3-phosphatase dehydrogenase (GAPDH)

mRNA in alveolar macrophages (AMs) and carbon monoxide diffusing capacity

of the lung (DL,CO) in subjects with emphysema. The expression of VEGF in AMs

was positively correlated with DL,CO in subjects with emphysema (n57; p,0.05;

r50.84).
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Level of Flt-1 mRNA in AM
Flt-1 mediates functions of VEGF and regulates the levels of
available VEGF through ligand entrapment in the alveolar
space. To examine whether alterations in the expression of
Flt-1 are associated with ageing, smoking or the presence of
emphysema, the normalised levels of Flt-1 mRNA were
compared to GAPDH mRNA. Figure 4 shows that, in young
groups, the expression of Flt-1 in AMs was significantly
upregulated in current smokers compared with age-matched
lifelong nonsmokers (1.3¡0.2 versus 0.7¡0.1; p,0.05). In
contrast, an upregulation of Flt-1 mRNA level was not
observed in older current smokers whether or not emphysema
was present.

VEGF levels in BAL
The level of VEGF protein in BAL fluid was evaluated (fig. 5).
In young subjects, the level of VEGF in the BAL fluid
decreased in current smokers compared with lifelong

nonsmokers (21¡7 versus 47¡9 pg?mL-1; p,0.05), as it did
in older subjects (13¡3 versus 41¡6 pg?mL-1; p,0.05). No
difference was found, however, between older current smokers
with or without emphysema (12¡4 versus 13¡3 pg?mL-1).

DISCUSSION
The presence of VEGF in normal AMs is of particular interest
because it suggests that constitutive VEGF expression may be
important in maintaining the physiological functions of AMs
in the lungs. In the current study, it was demonstrated that, in
older current smokers even without lung disease, VEGF
expression in AMs was significantly lower than in older
lifelong nonsmokers. In addition, VEGF expression in AMs
was further downregulated in current smokers with emphy-
sema compared not only with lifelong nonsmokers, but also
with age-matched current smokers without emphysema. VEGF
expression in AMs was also found to correlate positively with
DL,CO in subjects with emphysema, indicating a possible
relationship between lower expression of VEGF in AMs and
parenchymal destruction in early emphysema. No correlation
between VEGF expression in AMs and CT scores was
observed, and it might not be surprising, since almost all the
patients who were classified as having emphysema had
emphysema comprising ,25% of the total area, if any, on CT
scans.

In contrast, there was no difference in the expression of VEGF
in AMs between young current smokers and young lifelong
nonsmokers. Conversely, a significant upregulation of Flt-1
in AMs was observed in current smokers compared with
age-matched lifelong nonsmokers for young but not older
individuals. These data imply that the biological availability of
VEGF in AMs may be impaired in older current smokers who
have long-term smoking histories. In addition, the level of
VEGF in BAL fluid was decreased in current smokers
compared with lifelong nonsmokers, regardless of age,
although no difference was found between current smokers
with and without emphysema in older current smokers.
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FIGURE 3. Vascular endothelial growth factor (VEGF) mRNA isoforms

expressed in alveolar macrophages (AMs) from older subjects. Representative

RT-PCR of mRNA for VEGF165 (535 bp) and VEGF121 (403 bp) isoforms in AMs

from lifelong nonsmokers, current smokers without emphysema and current

smokers with emphysema are shown. Amplification products for b-actin (530 bp)

served as controls. The intensity of both bands is significantly lower in the current

smokers with emphysema compared with the other groups.
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FIGURE 4. Level of fms-like tyrosine kinase (Flt)-1 mRNA in alveolar macrophages (AMs) normalised by glyceraldehyde-3-phosphatase dehydrogenase (GAPDH)

mRNA in a) young subjects and b) older subjects. Horizontal bars represent the mean. The expression of Flt-1 in AMs was significantly upregulated in current smokers

compared with age-matched lifelong nonsmokers only in young subjects, but not in older subjects. h: without emphysema; &: with emphysema. *: p,0.05.
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While VEGF is also expressed in other cell types, including
endothelial cells, its specific downregulation in AMs may
provide a clue to the role of AMs in the pathogenesis of
pulmonary emphysema. Cell damage and apoptosis, in which
VEGF plays a key role via the KDR/Flk-1, is constantly
ongoing and presumably highly regulated to maintain homeo-
stasis of the entire alveolar unit. The fact that apoptotic cells
are frequently observed in the emphysematous lungs may
indicate that, on a cellular level, there is also a failure of
phagocytosis to remove dead cells [19]. Indeed, HODGE et al. [9]
revealed that AMs from subjects with COPD are deficient in
their ability to phagocytose apoptotic airway epithelial cells.
However, it is not certain whether this defect is associated with
ageing, smoking or the presence of disease. Phagocytosis of
apoptotic cells leads to VEGF upregulation in macrophages
[20], and the phagocytosis of apoptotic cells in macrophages
was inhibited by VEGFR-1-neutralising antibodies [11].
Therefore, VEGF expressed in AMs may have a vital role in
regulating the normal clearance of apoptotic cells and, for this
reason, its loss could contribute to the pathogenesis of
emphysema and other pathogenic mechanisms in the lung.

Human VEGF occurs in several molecular variants, which
arise by alternative splicing of a single mRNA. The current
authors demonstrated that VEGF121 and VEGF165 are the
dominant isoforms of VEGF expressed in adult AMs, and
decreased expression of VEGF in AMs could be due to changes
in both VEGF121 and VEGF165.

VEGF differentially modulates endothelial and nonendo-
thelial cells because of functional differences or distinct
receptor expression profiles. In contrast to endothelial cells,
monocyte/macrophage cell lineages express only Flt-1 [10],
which mediates the functions of VEGF and regulates the levels
of available VEGF by ligand entrapment in the alveolar space.
In the current study, it was found that Flt-1 expression is
upregulated in AMs from young current smokers compared
with those from young lifelong nonsmokers, but this upregu-
lation was not seen in older current smokers. AMs from young

smokers may be tolerant to chronic exposure to smoking by
upregulating Flt-1, whereas persistent stimulation of smoking
for the long term in older smokers may reduce the compensa-
tory elevation of Flt-1 expression by AMs.

Age-associated alterations among smokers, such as in cytokine
production and cellular metabolism, have been reported in the
functional activities of AMs [21]. The increase in the produc-
tion of oxygen radical species in AMs from current smokers
is observed regardless of the age, whereas the activities of
antioxidant enzymes are increased only in young smokers and,
conversely, decreased in elderly smokers [22]. Using a
standardised excisional injury model, SWIFT et al. [23] demon-
strated that wound repair is substantially delayed in aged
mice, and that the macrophages from the aged mice produced
significantly less VEGF than those from the younger mice.
In the current study, it was demonstrated that the effects of
current smoking on VEGF and Flt-1 expression in AMs differ
by age.

It should be noted that, with respect to VEGF expression, each
cell type in the lung has different responses to cigarette smoke.
A recent study by WRIGHT et al. [24] demonstrated the
upregulation of VEGF and its receptor (KDR/Flk-1) in the
pulmonary arteries of rats exposed to cigarette smoke.
Enhanced expression of VEGF in the pulmonary arteries of
smokers and patients with moderate COPD has also been
reported [25]. Furthermore, cigarette smoke exposure upregu-
lates the expression of VEGF in the airway epithelial cell line
BEAS-2B in vitro [26]. In contrast, several reports indicate that
VEGF is downregulated by cigarette smoke in lung cells.
Cigarette smoke decreases VEGF and VEGFR expression in
cultured cells, such as the monocytic U937 and the lung
carcinoma A549 cell lines, and triggers apoptosis of pulmonary
endothelial cells [27]. Also, cigarette smoke exposure impairs
angiogenesis by inhibiting VEGF through decreased expres-
sion of hypoxia inducible factor-1a under hypoxic conditions
[28]. However, the understanding of the rate and sites of
production of VEGF in various lung cells and its concentration
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FIGURE 5. Levels of vascular endothelial growth factor (VEGF) protein in bronchoalveolar lavage (BAL) fluid in a) young subjects and b) older subjects. Horizontal bars

represent the mean. The level of VEGF in BAL fluid was decreased in current smokers compared with lifelong nonsmokers regardless of the age. h: without emphysema; &:

with emphysema. *: p,0.05.
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in BAL fluid, sputum and blood is still insufficient in smoking-
related conditions.

The adult lung contains abundant VEGF protein that can be
released from matrix or cellular stores. Smoking reportedly
reduces the level of VEGF in BAL fluid [29]. Ageing may be
another factor that influences the levels of VEGF in BAL fluid
[30]. One of the major problems of working with an aged
population is defining the categories because they have a
variety of smoking histories. In the current study, older
lifelong nonsmokers and current smokers with long-term
smoking histories were selected. Whilst the fact that smokers
with or without emphysema were younger than older lifelong
nonsmokers was unfortunate, this is unlikely to have affected
the results, as others have demonstrated that VEGF appears to
decrease with age [30]. It was found that a decrease in the level
of VEGF in BAL fluid is strongly associated with current
smoking exposure that was not associated with the presence of
emphysematous changes on CT scans. All of the subjects were
asymptomatic, and none of them conformed to the diagnosis of
chronic bronchitis. Furthermore, the severity of emphysema
was low, and the disease was heterogeneously distributed. The
concentration of VEGF in induced sputum is substantially
higher in patients with asthma and chronic bronchitis, but
lower in patients with emphysema [31]. The possibility that the
VEGF level in BAL fluid might be lower in individuals with
more advanced emphysema cannot be ruled out. Regardless,
one might speculate that the decreased VEGF in the lower
respiratory tract may lead to impaired structure homeostasis in
the lung, particularly if one considers that VEGF signalling
plays an important role in the clearance of apoptotic cells by
AMs.

There have been few studies comparing the effects of long- and
short-term smoking on alveolar macrophages from humans. It
is important to understand the phenotypes of cells from older
long-term smokers because smoking-related diseases are often
found in this age group. There is no evidence as to whether
vascular endothelial growth factor expression or its signalling
directly regulate the phagocytic machinery of macrophages
in vivo. However, considering the accumulation of alveolar
macrophages in the early stage of destructive regions of
pulmonary emphysema, the current authors’ findings suggest
that vascular endothelial growth factor deficiency in alveolar
macrophages has a pathological significance in long-term
smokers.
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