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Body: Background: Up-regulation of the gene expression of beta adrenergic receptors has been reported in
several malignancies. Their role has been implicated in tumor dissemination (cell proliferation and
metastasis). Pharmacological manipulation of these properties, has been proposed as a potential
therapeutic approach. Nevertheless, no information exist regarding their expression in malignant pleural
mesothelioma (MPM). Aims: Our aim was to investigate the gene expression levels of β adrenergic
receptors in MPM as compared to healthy controls. Methods: We used gene expression data from the
Oncomine Cancer Microarray database comparing MPM versus healthy tissue in order to investigate the
differential expression profile of beta adrenergic receptors. Gene expression data were log transformed,
median centered per array, and standard deviation was normalized to one per array. Gene expression was
considered to be significantly over- or under- expressed when p<0.05 comparing MPM vs. healthy controls.
Results: In MPM, the gene expression of ADRB1 and ADRB2 are significantly decreased compared to
healthy tissue (p=0.015 and p<0.0001 respectively). On the contrary, there was no significant difference in
the gene expression of ADRB3 (p=0.89). Deming regression analysis revealed a significant positive
association (p=0.048) between the gene expression of ADRB1 and ADRB2 given by the following equation:
ADRB1 = 5.65 ADRB2 – 1.71. Conclusions: Our findings suggest that at the transcriptional level in MPM, β1
and β2 adrenergic receptors are down-regulated. Their gene expression patterns seem to be associated.
The pathophysiologic basis of our findings requires further investigation.


	P3071.html

