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Body: Sox2 is a Sry-box containing family member of related transcription factors sharing homology in their
DNA binding domain. Sox2 is important during different stages of development, and previously we showed
that Sox2 plays an important role in branching morphogenesis and epithelial cell differentiation in lung
development. The transcriptional activity of Sox2 depends on its interaction with other proteins, leading to
'complex-specific' DNA binding and transcriptional regulation. To analyze Sox2 complexes, we created
stable tagged-Sox2 A549 cell-lines in order to optimize and standardize procedures. Next, we developed a
mouse model containing a biotinylatable-tag targeted to the endogenous Sox2 locus (bioSox2) to identify
associating partners of Sox2 at different phases of lung development in vivo (the Sox2 interactome), and to
identify in vivo DNA targets of Sox2 in the lung. We analyzed if the biotinylatable Sox2 protein was
functional and found that the bioSox2 was still able to bind to oligonucleotides containing the consensus
Sox2 DNA binding site in vitro. In addition, homozygous bioSox2 mice with or without the biotin ligated to
the tag are viable and fertile, indicating that the gene is normally expressed and the protein is functional in
all tissues. This suggests that the normal partners of Sox2 are able to associate with bioSox2, since the
absence of correct complex formation will lead to lethal phenotypes. Our preliminary data show that it is
possible to isolate bioSox2 complexes with high affinity and specificity using streptavidin beads. Currently,
we are analyzing the initial data from our co-immunoprecipitations.
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